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Reference Pear Genome Sequences 



Phase 1.  Reference genomes sequencing in Pyrus (WSU and 
NZ/Italy). 
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Molecular Breeding in the Pear Improvement Program  

 
Phase 2. Resequencing and discovery of genetic variation in 

Pyrus (UC Davis and ARS/Corvallis). 
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Pyrus Germplasm Collection 



Molecular Breeding in the Pear Improvement Program  

 
Phase 3. Association of genotype to phenotype (UC Davis and 

ARS/Corvallis). 
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